Can genomic data provide anything useful to help us understand
the ecology of Xylella fastidiosa diseases?
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Xylella fastidiosa
subsp. multiplex

What have genomic data told us so far?

Xylella fastidiosa
subsp. morus

Xylella fastidiosa
subsp. pauca
Xylella fastidiosa
subsp. sandyi/fastidiosa
and pauca

Xylella fastidiosa
subsp. fastidiosa



Xylella fastidiosa is very diverse
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Genomes provide useful phylogenetic resolution to study dispersal pathways
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Evidence of virulence linked to clades with more recombination events
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Recombination patterns are not simple, and population history and ecology are important

recent recombination events
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Reconstructing epidemiological history — species level
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Reconstructing epidemiological history — the case of Central America
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Reconstructing epidemiological history — the case of Apulia
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Adaptation of a population after invasion - insights
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Different populations appear to be under different selective pressures

Vanhove et al. submitted

Common GO term

Cluster 2 GO term

Cluster 4 GO term Cluster 5 GO term



Vanhove et al. submitted
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Have genomic data helpful us so far?
Yes.

But:

. Most questions cannot be appropriately

answered with the data available et i
. Questions need to be generated first, then subsp. morus
adequate data must be collected

. Generating testable hypothesis from

genomic data is not straightforward (at least

for functional/mechanistic work)

. Raw sequence data are key for future work

. We are still at the very ‘tip of the iceberg’

Xylella fastidiosa
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