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[Search Database | COMPARE 2017 FASTA sequences (PDF) | COMPARE 2017 FASTA sequences (Text)]
All sequence records originated from the National Center for Biotechnology Information (NCBI) database. As of 02 February 2017, all sequence records are valid.

Comprehensive Protein Allergen Resource

e A comprehensive and up to date
collection of peer reviewed allergen —
protein sequences. Buildson a >10 year — — e —
database of peer review science. wowss  seuswrs  w e yr—

Acarus siro Mite 118638278 ABLD9312.1 517 2009 -'2] View Details
Actinidia arguta Hardy Kiwi 441482362 AGC39172.1 213 2014 -[a View Details

* Includes known allergens from 2016 and ;
. . . . . . Actinidia arguta Hardy Kiwi 441482364 AGC39172.1 213 2014 -@ View Details

previous years (I|ste n eX|st|ng pUb'IC o
. Actinidia arguta Hardy Kiwi 441482366 AGC39174.1 213 2014 -@ View Details

database AllergenOnline V16) and new s |

I I . d t f. d th h t Actinidia chinensis Kiwi 68064399 P33958.1 20 2007 -Ej View Details
g Oe r Pe RSRIE e n I I e rO U g e Actinidia chinensis Kiwi 190358935 P00785.4 380 2009 -B View Details
p rO c e S S " Actinidia chinensis Kiwi 281552896 CAM31903.1 159 2011 a View Details
Actinidia chinensis Kiwi 378548410 P85204.1 15 2013 -B View Details

° AV a | I a b I e Sl nce F e b rua ry 0 3‘r 201 at Actinidia chinensis Kiwi 441482354 AGC39168.1 213 2014 &) View Details
wWwWw.com D are d at a b ase.or q ( webs |t e Actinidia chinensis Kiwi 441482370 AGC39176.1 25 2014 B View Details
h OSte d an d mal nta ine d by H E S | ) Actinidia deliciosa Kiwi 100 109 2016 ) View Details

Actinidia deliciosa Kiwi 15934 CAA34436.1 380 2007 5 View Details

Actinidia deliciosa Kiwi 166317 AAA32629.1 330 2007 -B View Details
e Updatedannually

Actinidia deliciosa Kiwi 40807635 AAR92223 1 116 2007 =] View Details
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2 Rationale for building COMPARE @ HESI:
EuropaB?(;“ 1) Key components of the HESI public-private partnership. 2

HESI PATC COMPARE

P-P Science Advisory Team v' Multiple stakeholders engagement.
Project Management Expertise

v Independent coordinating body (scientific
program management).

v' Professional bioinformattics services

JIFSAN and

Peer Review Panel (PRP) AccuraScience

Experts

JIFSAN

stitute for Food Safety and Applied Nutrition

Bioinformatics and Data

Allergy Science Expertise MariagementiExpertise

v' Decisions based on peer-review

COMPARE Database



sl Rationale for building COMPARE @ HESI:
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[2V1ge]2l7]=1e M 2) Good Coordination allows multiple sourcing of allergen candidates 5 z
G en B dan k @ Comprehensive Protein Allergen Resource
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Add to existing
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Update

Goal: enhance confidence (no allergens left behind)
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Vge12l2]=1’ 3 3) Enhancing transparency with detailed documentation

Rationale for building COMPARE @ HESI:

What has been done:

» COMPARE overview brochure: at initiation of the 4
project (Q1 2016). C MPARE

» Detailed process development described in the
COMPARE website: within 6 months of the B ——
database public release (COMPARE’ 2017). overvEw

The CO!HPAR_E. Database, to be made p1:|b1icl’y' awlilable nJ anuary
http://comparedatabase.org/process- B ——— e
development/ epdniogproves s saps o g o g g
o) filters out non-allergen sequences, 3) identifies published literature

linked to the identified ial all , and 4) verifi
> Announcement letter sent to stakeholders and tht the nevly lentiied soquences baveclinieal peblished svidene

N Y . of allergenicity based on standardized criteria.
published on JIFSAN’s website.

PROGRAM STRUCTURE

The COMPARE database is a collaborative HESI program that
combines programmatic support from the Joint Institute for Food
]IFS AN TR sk anaLvsss ey —— Safety and Nutrition — www jifsan.org at the University of Maryland -

° with financial support from private sector partners. Additional
o HomeRS oo in-kind support from multiple academic and government partners is
I n p re p q rq tl o n ) engaged throughout the process. A public-private HESI collaborative
Joint Institute for Food search team will publicly document all database design and search algorithm
M M M Safety and Applied Nutrition decisions. An exclusively public-sector expert panel will review the
> P e e r_ re V I eW p U b | I C O -I- I O n \ output from a high-throughput bicinformatic pipeline against peer-
reviewed publications. The expert panel will then select sequences for
BUESIEBION inclusion in the database and document their rationale for inclusion.

v Mission
To advance sound sirategies to improve public TIMELINE
P ok o e e H E S I
C \ /\/\ P A R E e Ry L e The COMPARE database will be released to the public by January,

research, education, and outreach programs
2017. To enable this timing, a steering team will convene in early

Comprehensive Protein Allergen Resource Visiost 2016 to ensure timelines, process, and resources are aligned.

T R Sequence searching will be conducted in second quarter 2016 and

peer-review in third quarter 2016 before final assembly and release.

MEeN/E DROT
NSIVE PROT

m
m

N Al | ERAEN el IBr
NALLERGEN SOURC

o]
m

r

m
|JI|
m

Ju ip: Contact Online Training Portal

FSPCA Preventive Controls July 25-27, 2017
for Human Food Trainina LOCATON: .



http://comparedatabase.org/process-development/

2N Conclusion: overall program design and components enable
eyl long term, high quality and stable support.

CA@MPARE

Comprehensive Protein Allergen Resource

Bioinformatics
Advisory Team Program Expert Peer Review Participating
and Data Coordination Panel Organizations
Communication
20 Public/Private * Accurasciences: » Overall program * Invited public * Public Sector:
stakeholders. ke»(/jwolrd f[lfﬁrlng management. sector allergy e Universities of
and algorithm experts. Amsterdam
* General program fsAa
oversigh’r?Qg, St ?\?élr?rr\)é?i%g\r?oers “oerdieen * Define inclusion * University of
feedback. between partners, exclusion criteria. Maryland / JIFSAN
database. PRP assembly and /exclus et US. EPA
* Expert knowledge management. *Review of «US. FDA
NG infl « University of sequences and o
do Influence on Maryland / JIFSAN: e Database ‘home' references / . .
reegc(;srgrrw]; * Literature search and maintenance. publications. : E:\\glc:ie sector:
: . and : : y
éer%L)J«e:lrLi%lnnclusmn procurement. * Zré)c\:/ils?oenfslrg)or: ow «Bayer CropScience
. *Data sequences to D
communication. include in *DuPont Pioneer
* Review Tool. database *KWS
H ESI * Monsanto
*Syngenta

*Vilmorin & Cie
JIFSAN: Joint Institute for Food Safety And Nutrition (UMD/FDA)
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Who will use the COMPARE Database?

EuropaBio*
Whove Rationale?¢ How?e
« Target audiences: * Truly public * Sequence comparisons: these can be made
regulatory agencies resource: any/all between biotech proteins and known allergens —
as well as the public stakeholders or COMPARE allows these bioinformatic
(lay person(s) and users of the comparisons.
professionals) database have

equal and full
access. Ensures
consistency and
clarity.

» Basic research on types of allergens, sequence
information and literature associated with clinical
relevance for including specific allergens.

« Staying updated with new allergens identified
each year (all users).

Access to a transparent and consensus-based allergen database
iIs a key aspect for supporting public safety.



RSN For more information:

EuropaB;o

Visit:
v HESI PATC website: committee fact sheet, events and publications:

http://hesiglobal.org/protein-allergenicity-technical-committee-patc/
v" COMPARE Database: www.comparedatabase.org
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