-Dank

COMPREHENSIVE DATABASES ON QUARANTINE PLANT PESTS AND DISEASES

Q-bank offers high-quality information on regulated plant pests and diseases and on invasive plants.
This information Is always supported by items in well-curated and accessible collections.
t serves as an identification and reference database for phytosanitary organizations.

Q-bank assets are:

— Web-based identification tool

— Linking sequences to strains / specimens

— 22 International experts as curators

— Up-to-date taxonomy and morphology

— Clearing-house for phytopathology

PERFORM BLAST/MLSA

Paste sequence to align:

cattaatacatgttgagnttgctitattgcgattctttgtatnaccattnnnaccccccaacccagaggtgeattgtggectttcacgaggttagcagtgtatcagtacgtattacaaagtctgacttigtcttacattacatataagttac
cccccatttacacttaagaagttttaagaatgataccctataattatataactttcageaatggatctctaggcetctcacgtcgatgaagaacacagtgaaatgtgatacgtaatgtgaatcgcagaattcagtgaatcatcgaatcettt
gaacgcactttgcaccttttggttattccgaaaggtacgectgtttgaatgtcacaaaactcccctcggcetttaacactttctaaaagggttattgacggattctgagtgttggegtgtcaacgectegetttaaatatatcageactttt
ggatggttccatgttagttcaaaagacgtacttgatgtcgtatttatacaaticatygagatggtctttggtegtatcgactatccgetaatatgatgacttgaagaatagettcctaaccccattaaatttacctttagacttcaaatcag
gtgggactacccgctgaacttaa
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Pairwise sequence alignment (33

v | have read _the disclaimer and | agree with the conditions and limitations associated with the usage of the software

Pairwise sequence alignment parameters 52}

Paste sequence to align:

cattaatacatgttgagnttgctitattgcgattctitgtatnaccattnnnaccccccaacccagaggtgeattgtggectttcacgaggttageagtgtatcagtacgtattacaaagtctgactttgtcttacattacatataagttac
cccccatttacacttaagaagttttaagaatgataccctataattatataactttcageaatggatctctaggetctcacgtcgatgaagaacacagtgaaatgtgatacgtaatgtgaatcgcagaattcagtgaatcatcgaatettt
gaacgcactttgcaccttttggttattccgaaaggtacgectgtitgaatgtcacaaaactccccteggcetttaacactttctaaaagggttattgacggattctgagtgttggegtgtcaacgectegetttaaatatatcageactttt
ggatggttccatgttagticaaaagacgtacttgatgtcgtatttatacaattcatygagatggtctttggtcgtatcgactatccgetaatatgatgacttgaagaatagcticctaaccccattaaatttacctttagacticaaatcag
gtgggactacccgctgaacttaa
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S67-MLT-X-HU3
Melampsora laricis-tremulae 567-MLT-X-HU3 ITS
GenBank: EU808025

> jr—
c Melampsora laricis-tremulae, No EU status, No EPPO SSLAs 0 oo 4 L it

status, NLink1144: Internal transcribed spacers (ITS)
FUNSTRAL

97MP10
Melampsora pinitorqua 97MP10 ITS GenBank: EU808035
> 2 Melampsora pinitorqua, No EU status, No EPPO status, 980.46 0 99,841 1 100 +f+ ek
NLink1144: Internal transcribed spacers (TS)
FUNSTRAL

97MP0Y
Melampsora pinitorqua 97MP09 ITS GenBank: EU808033
2 3 Melampsora pinitorqua, No EU status, No EPPO status, 980.46 0 99,841 1 100 +/+ ki

Edu Boer - Database manager Q-bank

NPPO the Netherlands
e.boer@mininv.nl
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BACTERIA

- bacteria

FULL DETAILS ON SEQUENCES

AND TRACE FILES

Myriophyllum_aquaticum_tmH_\\/3294

Sequence

tacatccgeccctaatttttctttttgttatittggaataaaaataacaaaaacaagaaa

aaaatcaaaccatatcatgtaataacactacaacgacttttctttag
atagaataaaaaattctaagaaaagactaaaatictaagtaattct

taagaaaaaa
aataagaatacg

taattctaagtaaaaatacttttaataagtaaaaatgcttttaaataaaataaaggagaa

atactcaatttcttgttttatcaagggttttg gtatttctcctttattttatttaactcg

tatacactaagacaaaagtctta

Show reverse-complement sequence

Basics statistics(Total length : 324)

112

PCR primer forward :
PCR primer reverse :
Sequencing primer forward :
Sequencing primer reverse :

Loci:
matK
rbel

Trace files :

B Adenine

W Cvtosine
W Thymine
W Guanine
L Others

BC+G:2222%
WA+T:r700%

psbA3 For
trnH For

psbA3 For
trnH For

trnH-psb&, yes
ITS no
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Q-BANK COMPRISES 7 DATABASES

INVASIVE PLANTS ARTHROPODS NEMATODES PHYTOPLASMAS VIRUSES AND VIROIDS

— invasive plants — arthropods — nematodes — phytoplasmas — viruses and viroids

The QR codes can be read using your smartphone or tablet.
They link directly to the databases on www.g-bank.eu

ACCESS TO INTERACTIVE IMAGE-DRIVEN
IDENTIFICATION KEYS FOR INVASIVE PLANTS
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