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Not all peptide-HLA complexes are 
recognized by T-cell receptors.

All T-cell epitopes are HLA binders, 
but not all HLA binders are T-cell epitopes.

preDQ is a tool for peptide binding 
prediction to HLA-DQ2.5 and DQ8.1.

preDQ cannot predict T-cell epitopes.

preDQ cannot predict associations with 
celiac disease.

Patronov, A., I.A. Doytchinova. T-cell epitope vaccine design by immunoinformatics. Open Biology, 3, 120139, 2013.





preDQ v2 Updates

The Example in plain format button was positioned outside the 
table on the right. Now, It is centred.

The front-page design has been 
rearranged for better screen fit. 
Now, both X-ray structures of the 
peptide-HLA protein complexes are 
displayed with DQ2.5 on the left and 
DQ8.1 on the right.



preDQ v2 Updates

In option 1, the requirement "It 
should contain at least 9 amino 
acids" has been added. 

Before, if the sequence was 
shorter than 9 amino acids, an 
unhandled exception occurred. 
Now, an error message is 
displayed. 

Before, if the sequence 
contained a newline character 
("\n"), it was recognized as 
invalid. 
Now, the sequence is trimmed 
to remove newlines and spaces.

Before, if a non-naturally 
occurring amino acid occurred 
in a protein, an unhandled 
exception occurred. 
Now, an error message is 
displayed, and the invalid 
proteins are listed at the end of 
the table.



preDQ v2 Updates

If the protein is longer than 9 
amino acids, only the first 9 are 
displayed in the Query field, 
followed by an ellipsis (e.g., 
GLEFLNVAT...).

The Help and the Results Interpretation pages 
have been updated.

Before, the 
results were 
sorted 
alphabetically. 
Now, they are 
displayed in the 
order of the 
proteins in the 
file.



preDQ v2 Upgrades

In option 4 Search only peptides 
containing a specific motif, 
the N/D-X1-P-X2 motif has been added. 

In the previous version of preDQ, 
X1 and X2 were considered as all 20 
naturally occurring amino acids. 
Now, the selection has been refined: 
X1 includes L, Q, F, S, Е, 
X2 includes Y, F, A, V, Q.

Option 7 Annotate results with Food 
Nonamers Database is the most import 
upgrade in v2.



preDQ v2 Upgrades

A new column, Presence in 
Known Foods, is added to the 
Results table. 
The tested peptide is checked 
against the Food Nonamers 
Database. 
If a match is found, this column 
provides additional information 
about the parent proteins and 
organisms.



Food Nonamers Database

The final version of the database contains 389 organisms, 98 643 proteins, and 20 000 210 nonamers.
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Summary

preDQ is a tool for peptide binding prediction 
to HLA-DQ2.5 and DQ8.1.

preDQ alone cannot predict T-cell epitopes.

preDQ alone cannot predict associations with 
celiac disease.
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