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Spontaneous seedlings surviving to the infections
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SSR paternity analysis
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SSR analysis
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« SSRs do not correlate
with phenotype

« 2 SSRs seem to correlate
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Parentage analysis

= LECCINO = CELLINA
= OGLIAROLA Crosses between other CVS
= UNKNOWN « Ogliarola salentina
« Leccino
* 7 « Cellina di Nardo
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Large n. of seedlings with 1
or both unknown parents
(high rate of cross-pollination
between spontaneous
plants)
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siyv. Most frequently identified parents in open pollinated seedlings



Frequency of HR/R/T vs HS/S genotypes in relation to the three main
parents

HR/R/T HS/S
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S LECCINO
BEXYL

CELLINA DI NARDO' OGLIAROLA SALENTINA
Crosses with Leccino gave more frequent HR/R/T




Xf phenotype response of seedlings (genotypes) having Leccino
as parent

GENOTYPES with GENOTYPES with LECCINO crossed with the
LECCINO with all cvs two major SUSCEPTIBLE CULTIVARS of the
area
15 41/67%
40 HR/R/T HS/S
i N 28/9]/% High incidence of

20

18/53%_ s, Ogliarola most
susceptible cv
16/47% //&

15

10

(6]

o 2/9%

Leccino x Cellina di N.

Leccino x all cvs

>,5:§ of genotypes / frequency

Leccino x Ogliarola s.

®
m
s
”
<
=




Three outperforming genotypes selected

« Le x Cipressino
 LexOg

s105 5215 5234
% Low bacterial population
s Poor colonization
s Very limited symptoms

)%i » Field: gene expression between Xfpos and Xfneg tissues
BexyL ° Greenhouse: gene expression after artificial inoculation (ongoing)
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Three outperforming genotypes selected

Top loading genes driving PCI1

probable 2-oxoglutarate-dependent dioxygenase
(Jasmonic acid levels)

sugar transport protein 13

Susceptibility genes

Field: gene expression between Xfpos and Xfneg tissues
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Greenhouse: gene expression after artificial inoculation (ongoing)




Three outperforming genotypes selected
MapMan of Differentially Expressed Genes
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Three outperforming genotypes selected
MapMan of Differentially Expressed Genes
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Conclusions

v Seedlings are from main cultivars in the area

v' SSRs do not correlate with olive response to Xf (2 SSRs seem to
correlate with §)

v’ crosses with Leccino gave more frequent HR/R/T

v Three outperforming genotypes selected

v' DEGs identified (known and susceptibility genes)

v' Multiple defense response (s105 # s215 and s234)

v' a confirmation of previous findings
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